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Effect of Shuwei prescription in treatment of chronic atrophic gastritis: A study based on bioinformatics
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[ Abstract | Objective: To identify differentially expressed genes in chronic atrophic gastritis ( CAG ) using bi—
oinformatics methods, to investigate their potential association with the active components of Shuwei prescription, and to

explore new therapeutic targets. Methods: GEO datasets GSE27411 and GSE153224 were used to perform the analysis of
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differentially expressed genes, gene ontology functional annotation, Kyoto Encyclopedia of Genes and Genomes pathway
enrichment analysis, the least absolute shrinkage and selection operator ( LASSO ) regression analysis, and the receiver
operating characteristic ( ROC ) curve analysis. Key genes were identified, and their diagnostic potential was evaluated.
The Spearman analysis was used to investigate the correlation between genes, and molecular docking was used to observe
the binding affinity between the active components of Shuwei prescription and the proteins encoded by the key genes. Re—
sults: Six key genes with a diagnostic value were identified in CAG, i.e., MDM2, COL1A1, HMOX1, CYP3A4, MAOB, and
SLCO6A4, and there was a significant correlation between the expression of these key genes. The active components of Shuwei
prescription had strong binding affinity to the proteins encoded by the above key genes. Conclusion: This study systemati—
cally analyzes the differentially expressed genes in CAG, identifies six key genes with good diagnostic potential based on the
LASSO regression model and the ROC curve analysis, and reveals the potential molecular mechanism of Shuwei prescription
in the treatment of CAG.
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